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SCIEX Announces Exclusive Co-Marketing Agreement with
Pressure BioSciences, Inc.
to Improve Protein Quantitation in Complex Samples

SCIEX and Pressure BioSciences to Offer Complete Solution for Next-
Generation Proteomics, to Increase the Reproducibility and Depth of
Proteomic Analysis

SCIEX, a global leader in life science analytical technologies, today announced an
exclusive co-marketing agreement with Pressure BioSciences, Inc. (PBIl) (PBIO), a
worldwide leader in the development and sale of high pressure-based sample
preparation systems to the life sciences research market. This relationship will
uniquely position SCIEX to address a major challenge in complex sample
preparation by marketing a complete solution to increase the depth, breadth, and
reproducibility of protein extraction, digestion and quantitation in all tissue types,
including challenging samples like tumors. Under this Agreement, PBlI and SCIEX
will promote pressure cycling technology (PCT) sample preparation systems such
as PCT-HD (PCT High Definition) with SWATH® Acquisition based next-generation
proteomics, TripleTOF® Systems, QTRAP® Systems, and Triple Quad Systems. This
focus on improved sample preparation, a crucial step performed in research
laboratories worldwide, will enable scientists to extract more proteins reproducibly
from complex sample types, potentially yielding superior biological insights and
discoveries.

PCT Sample Preparation Systems enable faster, automated, less cumbersome, and
higher quality extraction, homogenization, and digestion of proteins from tissue
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samples by utilizing controlled cycles of pressure to break apart the samples. This
results in faster and improved sample processing, and a higher quality of results.
When combined with SWATH® Acquisition, the "missing data problem" is vastly
improved, as PCT-based sample preparation increases the reproducibility and
quantitative accuracy of label-free proteomics, greatly outperforming classic

“shotgun” methods that measure an incomplete set of proteins that are difficult to
reproduce. Thus, SWATH® Acquisition with PCT sample preparation makes

reproducible proteome research feasible across the enormous diversity of complex
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PCT-SWATH PUBLICATIONS:

Rapid mass spectrometric conversion of tissue biopsy samples into permanent quantitative

digital proteome maps

Tiannan Guo, Ruedi Aebersold et al. Department of Biology, Institute of Molecular Systems Biology
Eidgendssische TechnischeHochschule (ETH) Zurich, Zurich, Switzerland. Nature Medicine 21 407-413 (2015)

doi:10.1038/nm.3807

Minimal sample requirement for highly multiplexed protein quantification in cell lines and

tissues by PCT-SWATH mass spectrometry.

Shao S, Guo T, Koh CC, Gillessen S, Joerger M, Jochum W, Aebersold R. Proteomics. 2015 Nov;15(21):3711-21. doi:

10.1002/pmic.201500161. Epub 2015 Sep 10.PMID:26287124
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Pressure BioSciences
PCT-HD System

e Extract Proteins from Minute Tissue
Biopsy Samples (0.2 - 3.0 mg of Soft

Solid Tissue)

¢ Unprecedented Speed and
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