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         Special Edition

Two exciting articles discuss the importance of sample
preparation using Pressure Cycling Technology (PCT) for

large scale Proteomic Research.
 

New Australian Cancer Research Facility to Profile 70K Tumor
Proteomes Over Next Seven Years

Feb 03, 2016 |  Adam Bonislawski
NEW YORK (GenomeWeb) – The newly established Australian Cancer Research Foundation International

Centre for the Proteome of Cancer (ProCan) has announced plans to generate proteomic profiles of

roughly 70,000 cancer tumor samples over the next seven years.

"It's going from traditional proteomics research where we want to get one more protein, one more

phosphorylation site, to thinking about how can we get stability, how can we get sample prep, how can

we get cancer researchers to give us thousands and thousands of tumors that are incredibly well

annotated where we know the patient records, we know what their drug treatments were, what their

outcomes were, what their genomic data is," [Phil] Robinson[Co-Head of the center] said. "What if we

can marry all that together?"

".....key to the center's proteomics workflow is use of Pressure BioSciences' (PBI) pressure cycling

technology to maximize proteome coverage, particularly when dealing with the sort of small tissue

amounts often common with clinical tumor samples. Robinson cited work out of the lab of Swiss Federal

Institute of Technology Zurich researcher Ruedi Aebersold demonstrating the usefulness of PBI's pressure

cycling technology in improving the coverage of Swath-based mass spec analysis......"

....."Patient tumor samples can be pretty tiny and very heterogeneous," he said, adding that use of PCT

http://www.pardot.com/faqs/emails/testing-view-online-tag
https://www.genomeweb.com/about-us/our-staff/adam-bonislawski
http://www.nature.com/nm/journal/v21/n4/abs/nm.3807.html#author-information


Pressure BioSciences
PCT-HD System

Extract Proteins from Minute Tissue
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Reproducibility with Pressure Cycling

Technology (PCT)

Rapid Digestion of Proteins (Minutes

vs. Hours)

in sample prep allows the researchers to analyze tissue samples as small as those provided by needle

biopsies.

"So you can use incredibly small amounts of tissue, reliably digest them in a couple of hours, and get

large amounts of information [via Swath]," Robinson said."

                                             

 

SCIEX and Children's Medical Research
Institute Join Forces to Advance the Promise

of Precision Medicine
SCIEX industrialized proteomics solutions, using SWATH® Acquisition-based
workflows and powered by the OneOmics™ Project, will enable large scale
proteome studies to advance cancer research
                                               

                                             

http://pbio.pressurebiosciences.com/procanproteomics
http://pbio.pressurebiosciences.com/industrialproteomicsCMRI


​Maximize and improve the coverage

of mass spec analyses 
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